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3 <110> APPLICANT: Rauch, Charles 

4 Walczak, Henning 

6 <120> TITLE OF INVENTION: RECEPTOR THAT BINDS TRAIL 
8 <130> FILE REFERENCE: 2625-E 

10 <140> CURRENT APPLICATION NUMBER: US 09/378, 045D 

11 <141> CURRENT FILING DATE: 1999-08-20 

13 <150> PRIOR APPLICATION NUMBER: US 08/883,036 

14 <151> PRIOR FILING DATE: 1997-06-26 

16 <150> PRIOR APPLICATION NUMBER: US 08/869,852 

17 <151> PRIOR FILING DATE: 1997-06-04 

19 <150> PRIOR APPLICATION NUMBER: US 08/829,536 

20 <151> PRIOR FILING DATE: 1997-03-28 

22 <150> PRIOR APPLICATION NUMBER: US 08/815,255 

23 <151> PRIOR FILING DATE: 1997-03-12 

25 <150> PRIOR APPLICATION NUMBER: US 08/799,861 

26 <151> PRIOR FILING DATE: 1997-02-13 
28 <160> NUMBER OF SEQ ID NOS : 6 

30 <170> SOFTWARE: Patent In version 3.2 

32 <210> SEQ ID NO: 1 

33 <211> LENGTH: 1323 

34 <212> TYPE: DNA 

35 <213> ORGANISM: Homo sapiens 

38 <220> FEATURE: 

39 <221> NAME/KEY: CDS 

40 <222> LOCATION: (1)..(1323) 

42 <400> SEQUENCE: 1 

43 atg gaa caa egg gga cag aac gcc ccg gcc get teg ggg gee egg aaa 48 

44 Met Glu Gin Arg Gly Gin Asn Ala Pro Ala Ala Ser Gly Ala Arg Lys 

45 1 5 10 15 

47 agg eac ggc cca gga eee agg gag geg egg gga gee agg eet ggg eee 96 

48 Arg His Gly Pro Gly Pro Arg Glu Ala Arg Gly Ala Arg Pro Gly Pro 

49 20 25 30 

51 egg gtc ccc aag aec ctt gtg ete gtt gte gee geg gte etg etg ttg 144 

52 Arg Val Pro Lys Thr Leu Val Leu Val Val Ala Ala Val Leu Leu Leu 

53 35 40 45 

55 gte tea get gag tet get etg ate ace caa eaa gae eta get eee cag 192 

56 Val Ser Ala Glu Ser Ala Leu lie Thr Gin Gin Asp Leu Ala Pro Gin 

57 50 55 60 

59 cag aga geg gee cca eaa eaa aag agg tec age eee tea gag gga ttg 240 

60 Gin Arg Ala Ala Pro Gin Gin Lys Arg Ser Ser Pro Ser Glu Gly Leu 

61 65 70 75 80 

63 tgt cea cet gga eac eat ate tea gaa gae ggt aga gat tge ate tee 288 

64 Cys Pro Pro Gly His His lie Ser Glu Asp Gly Arg Asp Cys lie Ser 
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65 85 90 95 

67 tgc aaa tat gga cag gac tat age act cac tgg aat gac etc ctt ttc 336 

68 Cys Lys Tyr Gly Gin Asp Tyr Ser Thr His Trp Asn Asp Leu Leu Phe 

69 100 105 110 

II tgc ttg ege tgc ace agg tgt gat tea ggt gaa gtg gag eta agt ccg 384 

72 Cys Leu Arg Cys Thr Arg Cys Asp Ser Gly Glu Val Glu Leu Ser Pro 

73 115 120 125 

75 tgc ace acg accaga aae aea gtg tgt cag tgc gaa gaa ggc acc ttc 432 

76 Cys Thr Thr Thr Arg Asn Thr Val Cys Gin Cys Glu Glu Gly Thr Phe 

77 130 135 140 

79 egg gaa gaa gat tet cet gag atg tgc egg aag tgc ege aca ggg tgt 480 

80 Arg Glu Glu Asp Ser Pro Glu Met Cys Arg Lys Cys Arg Thr Gly Cys 

81 145 150 155 160 

83 cec aga ggg atg gtc aag gtc ggt gat tgt aca ccc tgg agt gac ate 528 

84 Pro Arg Gly Met Val Lys Val Gly Asp Cys Thr Pro Trp Ser Asp lie 

85 165 170 175 

87 gaa tgt gtc eac aaa gaa tea ggt aca aag cac agt ggg gaa gcc cca 57 6 

88 Glu Cys Val His Lys Glu Ser Gly Thr Lys His Ser Gly Glu Ala Pro 

89 180 185 190 

91 get gtg gag gag acg gtg acc tec age cca ggg act cet gcc tet ccc 624 

92 Ala Val Glu Glu Thr Val Thr Ser Ser Pro Gly Thr Pro Ala Ser Pro 

93 195 200 205 

95 tgt tet etc tea ggc ate ate ata gga gtc aea gtt gea gcc gta gtc 672 

96 Cys Ser Leu Ser Gly He He He Gly Val Thr Val Ala Ala Val Val 

97 210 215 220 

99 ttg att gtg get gtg ttt gtt tgc aag tet tta ctg tgg aag aaa gtc 720 

100 Leu He Val Ala Val Phe Val Cys Lys Ser Leu Leu Trp Lys Lys Val 

101 225 230 235 240 

103 ctt cet tac ctg aaa ggc ate tgc tea ggt ggt ggt ggg gac ect gag 768 

104 Leu Pro Tyr Leu Lys Gly He Cys Ser Gly Gly Gly Gly Asp Pro Glu 

105 245 250 255 

107 cgt gtg gac aga age tea caa ega cet ggg get gag gac aat gtc etc 816 

108 Arg Val Asp Arg Ser Ser Gin Arg Pro Gly Ala Glu Asp Asn Val Leu 

109 260 265 270 

III aat gag ate gtg agt ate ttg cag ccc acc cag gtc cet gag cag gaa 864 

112 Asn Glu He Val Ser He Leu Gin Pro Thr Gin Val Pro Glu Gin Glu 

113 275 280 285 

115 atg gaa gtc cag gag cca gea gag cca aca ggt gtc aae atg ttg tec 912 

116 Met Glu Val Gin Glu Pro Ala Glu Pro Thr Gly Val Asn Met Leu Ser 

117 290 295 300 

119 ccc ggg gag tea gag eat ctg ctg gaa ccg gea gaa get gaa agg tet 960 

120 Pro Gly Glu Ser Glu His Leu Leu Glu Pro Ala Glu Ala Glu Arg Ser 

121 305 310 315 320 

123 cag agg agg agg ctg ctg gtt cca gea aat gaa ggt gat cec act gag 1008 

124 Gin Arg Arg Arg Leu Leu Val Pro Ala Asn Glu Gly Asp Pro Thr Glu 

125 . 325 330 335 

127 act ctg aga cag tgc ttc gat gac ttt gea gac ttg gtg ccc ttt gac 1056 

128 Thr Leu Arg Gin Cys Phe Asp Asp Phe Ala Asp Leu Val Pro Phe Asp 

129 340 345 350 
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153 435 440 

156 <210> SEQ ID NO: 2 

157 <211> LENGTH: 440 

158 <212> TYPE: PRT 

159 <213> ORGANISM: Homo sapiens 
161 <400> SEQUENCE: 2 
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272 435 440 

275 <210> SEQ ID NO: 3 

276 <211> LENGTH: 157 

277 <212> TYPE: DNA 

278 <213> ORGANISM: Homo sapiens 

281 <220> FEATURE: 

282 <221> NAME/KEY: CDS 

283 <222> LOCATION: (3) . . (155) 

285 <220> FEATURE: 

286 <221> NAME/KEY: misc_feature 

287 <222> LOCATION: (145).. (145) 

288 <223> OTHER INFORMATION: n is a, c, g, or t 

290 <220> FEATURE: 

291 <221> NAME/KEY: misc_f eature 

292 <222> LOCATION: (149).. (149) 

293 <223> OTHER INFORMATION: n is a, c, g, or t 

295 <400> SEQUENCE: 3 

296 ct gag act ctg aga cag tgc ttc gat gac ttt gca gac ttg gtg ccc 

297 Glu Thr Leu Arg Gin Cys Phe Asp Asp Phe Ala Asp Leu Val Pro 

298 1 .5 10 15 
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W~> 333 
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'Xaa' at location 48 stands for Tyr, Cys, Ser, or Phe. 



Input Set : A:\2625-E REV. 4 . 14 . 05 . ST25 . txt 
Output Set: N:\CRF4\05032005\X378045D.raw 

ttt gac tec tgg gag ccg etc atg agg aag ttg ggc etc atg gac aat 
Phe Asp Ser Trp Glu Pro Leu Met Arg Lys Leu Gly Leu Met Asp Asn 

20 25 30 

gag ata aag gtg get aaa get gag gca geg ggc eac agg gac ace ttg 
Glu lie Lys Val Ala Lys Ala Glu Ala Ala Gly His Arg Asp Thr Leu 

35 40 45 

tnc acn atg ctg at 
Xaa Thr Met Leu 
50 

<210> SEQ ID NO: 4 
<211> LENGTH: 51 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<221> NAME/KEY: mise_f eature 
<222> LOCATION: (48).. (48) 
<223> OTHER INFORMATION: The 
<4 00> SEQUENCE: 4 

Glu Thr Leu Arg Gin Cys Phe Asp Asp Phe Ala Asp Leu Val Pro Phe 

15 10 15 

Asp Ser Trp Glu Pro Leu Met Arg Lys Leu Gly Leu Met Asp Asn Glu 

20 25 30 

lie Lys Val Ala Lys Ala Glu Ala Ala Gly His Arg Asp Thr Leu Xaa 

35 40 45 

Thr Met Leu 
50 

<210> SEQ ID NO: 5 
<211> LENGTH: 8 
<212> TYPE: PRT 

<213> ORGANISM: Artificial Seguence 
<220> FEATURE: 

<223> OTHER INFORMATION: FLAG peptide 

<400> SEQUENCE: 5 

Asp Tyr Lys Asp Asp Asp Asp Lys 

1 5 

<210> SEQ ID NO: 6 

<211> LENGTH: 3159 

<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Cloning Vector pGPlk 
<400> SEQUENCE: 6 

aattagegge cgctgtcgac aagcttegaa ttcagtateg atgtggggta cctactgtce 
cgggattgeg gatccgegat gatatcgttg atcctegagt gcggccgcag tatgeaaaaa 
aaagcccgct cattaggcgg gctcttggca gaacatatcc atcgcgtccg ccatctccag 
cagccgcacg cggcgcatet cgggcagcgt tgggtcctgg ccacgggtgc gcatgatcgt 
getcctgteg ttgaggacce ggctaggctg gcggggttgc cttaetggtt agcagaatga 
atcaccgata egcgagcgaa cgtgaagcga ctgctgctgc aaaacgtctg cgacctgage 
aacaacatga atggtettcg gtttcegtgt ttcgtaaagt ctggaaacgc ggaagtcage 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Lis'ting t,o ensure yxhat a corresponding explanation is presen'ted in the <220> 
to <223> fields of each selqdence which presents at least one n or Xaa. 

Seq#:3; N Pes. 145,149^^ 
Seq#:3; Xaa Pes. 4 8 
Seq#:4; Xaa Pes. 48 // 
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L:308 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:3 after pos.:143 
M:341 Repeated in SeqNo=3 

L:333 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 after pos.:32 
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